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Welcome to the Desplan Lab! Our lab focuses on issues of neural development and aging in
Drosophila and in ants:
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Only the promoter of the first transcribed OR gene in an array
exhibited a peak of open chromatin

TSS, §TSS

- | T

|

, TSS \ TSS

— — s .

If LI
I
)

-

E

I

H‘I

!
i

il
| w1

N

Read starts ——>

L BRL

are scattered

o

‘.'lL-E

- SR PR
Eg:,—_* = :_.E; =
Readsstart_> _!!__-!! A = =
at the TSS E=2

1

HsOr264

YN WY DR’ ¥ ) PSR Y VTR

RS Rl E- EEE BEo§E- I EEE
HsOr265 HsOr266



Jr Y
EHEEHADIM

A

AREEEG
f 2N
S Y
* Al 'ﬁ
-\
|}

F)
4

.
=
&)
=
o
o
=
<
L
—
e
P
©
a¥
e,
D)
=
<
Q
+~
<
=

g
S
m
>
S
5
o
5
o
S
o
o
g
<
O
50
<
>
&
2
o
N
ﬂm
S
z
1
(D)
4
=
g
20
N
<
=
S
o
=
s
S
=
3
g
2
=4
O
S
—

= g€
- T

.2 B
) s |
<

=

| O

o

s
e
1 [ sndhassinag .8
(] (1] -----.”._“"

(LLLL LLLILL A T
T -.-- «HRRRS

Stan at 264,
terminate

~ within 264

I- I--I
R

J —"—-----‘-

Bulk

J,un i b

-100-50 0 50 100

J }tnutgl

« Start at 265,
terminate
within 266

| . l an amn
L] LITTTTTY . [ TITTI]

(1] 1)
! _.____.__ ___._._ ____
——- (1111 111] ————-— ---——- "

Start at 265, _
terminate
within 265

long-read
RANA-seq

Distance from
cleavage site (nt)

._.__

HsOr266

HsOr265

mRNA

-

-

€

PAS

CPSF_ ¢~

RNA

Defective transcription termination
Cap

f
Prom.



;%?I: }.}‘ﬁ /.' ? .J’. '%é

/ EREHARDM

What caused Pol II readthrough ? .;’f‘

Cells
expressing
HsOr264-272

Cells
expressing
HsOr265-272

Bulk

ATAC-seq

Single-
nucleus
long-read
RNA-seq

ATAC-seq

Single-
nucleus
long-read
RNA-seq

5’ capped
Uncapped

TSS:; §TSS , TSS \ TSS

« ki s I il f
———— e ==t
| = b e
g = Read starts ——> = : =
A ... arescattered ! '
EE | I | [ LE —~_IQ‘I__M *7!__
¥ R —— Y T
7 Reads start E!!—_-l. EEmE ===
i atthe TSS ™~ 1 =8 & .

B

: | |
§1 ]hlu‘ A u._u‘__nhuh. -

‘R
HsOr264 HsOr265 HsOr266

Defective transcription termination

Foa - e 0 - L Tl



Or promoters produce antisense RNAs
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The entire locus was covered by either sense or antisense transcripts that were mutually exclusive
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No obvious shared enhancers in Or gene arrays
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No obvious shared enhancers in Or gene arrays |

no specific, shared regions of open chromatin
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large-scale epigenetic state defines general neuronal
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Transcription-interference-based mechanism
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